Prevalence, risk factors, and molecular epidemiology of hepatitis B and hepatitis delta virus in pregnant women and in patients in Mauritania by W. Mansour et al.
Prevalence, risk factors, and molecular epidemiology of
hepatitis B and hepatitis delta virus in pregnant women and
in patients in Mauritania
Submitted by Emmanuel Lemoine on Fri, 07/18/2014 - 09:42
Titre Prevalence, risk factors, and molecular epidemiology of hepatitis B and hepatitisdelta virus in pregnant women and in patients in Mauritania
Type de
publication Article de revue
Auteur
Mansour, Wael [1], Malick, F. Zahra Fall [2], Sidiya, Ahmad [3], Ishagh, Elkhalil [4],
Chekaraou, Mariama-Abdou [5], Veillon, Pascal [6], Ducancelle, Alexandra [7],
Brichler, Ségolène [8], Le Gal, Frédéric [9], Lô, Baidy [10], Gordien, Emmanuel [11],
Lunel-Fabiani, Françoise [12]
Editeur Wiley





Pagination 1186 - 1198
Volume 84
Titre de la
revue Journal of Medical Virology
ISSN 1096-9071
Mots-clés Epidemiology [13], genotypes [14], hepatitis B virus [15], hepatitis Delta virus [16],Mauritania [17]
Résumé en
anglais
No recent data are available on hepatitis B virus (HBV) and hepatitis Delta virus
(HDV) prevalence in Mauritania. One thousand twenty pregnant women and 946
patients visiting for routine checkups were screened for HBV and HDV infection.
Demographic, epidemiological, ethnic, clinical, and biological data were recorded.
HBV and HDV genotypes were determined by sequencing and phylogenetic analyses.
In the pregnant women and patients cohorts, respectively, the prevalence of HBsAg
(10.7% and 18.3%) and anti-HBcAb (66.3% and 76.5%) indicated high HBV
endemicity. In pregnant women, exposure to HBV was significantly associated in
multivariate analysis with education level, ethnicity, blood transfusion, and
occupation. HDV antibodies (HDVAb) were found in 14.7% of pregnant women. In
patients, HBsAg was found less frequently in females than in males. Again in
multivariate analysis, exposure to HBV was significantly correlated with gender
(males), and HDVAb positivity with age and gender. The HBV DNA viral load was
>3 log IU/ml in only 10.1% of pregnant women and in 17.3% of patients. HDV-RNA
was detectable in 21 (67.7%) of the 31 patients positive for HDVAb, and in 11 of the
16 pregnant women positive for HDVAb (68.8%). The most frequent HBV genotypes
were: HBV/D, 53%; HBV/E, 35%; and HBV/A, 12%. Sub-genotyping revealed
HBV/D1,/D7, and the recently described/D8. HDV genotypes were: HDV-1, 90.3%
and HDV-5, 9.7%. This study confirms the high prevalence of HBV and HDV
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